Monday, April 4, 2016
	7:45 – 8:30
	Breakfast

	8:30 – 9:00
	Welcome and introductory remarks

Martin Weik, Paul Schanda (IBS Grenoble) and Kristen Redd (TSRC)

	9:00 – 12:30
	Thermodynamics/Kinetics
Discussion Leader: Martin BLACKLEDGE

	9:00 – 9:45
	Vincent HILSER (Johns Hopkins University)
SPATIALLY SEGREGATED TUNING OF LOCAL UNFOLDING FLUCTUATIONS CAN MEDIATE COLD ADAPTATION IN ENZYMES



	9:45 – 10:30
	Matthias FRECH (Merck)

Drug Target Residence Time: HSP90, a model to gain insight into the molecular mechanism of binding kinetics


	10:30 – 11:00
	Break

	11:00 – 12:30
	Protein dynamics from THz spectroscopy
Discussion Leader: Gergely KATONA

	11:00 – 11:45
	Martina HAVENITH (Ruhr-University Bochum)

TRANSIENT THz SPECTROSCOPY PROBES LARGE AMPLITUDE MOTIONS OF PROTEINS AND COLLECTIVE LOW FREQUENCY PROTEIN/HYDRATION MODES


	11:45 – 12:30
	Matthias HEYDEN (Max-Planck-Institut für Kohlenforschung)

THERMODYNAMIC PROPERTIES OF WATER SOLVATING BIOMOLECULAR SURFACES



	12:30 – 14:00
	Lunch

	14:30 – 15:30
	Contributed presentations and Poster clips
Discussion Leader: Paul SCHANDA

	14:30 – 14:50
	James KRIEGER (MRC Laboratory of Molecular Biology)

dynamics of IONOTROPIC glutamate receptors and Allosteric POTENTIAL of their N-terminal domains



	14:50 – 15:10
	Frédéric CAZALS (Inria Sophia Antipolis)
Improved understanding of protein dynamics via ENERGY LANDSCAPE SAMPLING, ANALYSIS, AND COMPARISON


	15:10 – 15:30

	Martin BYRDIN (Institut de Biologie Structurale)

Optical spectroscopy at the service of protein dynamics



	15:30 – 16:00

	Poster clips

	16:00 – 16:30
	Break

	16:30 – 18:30
	Poster session



	19:30 – 21:00
	Dinner


Tuesday, April 5, 2016
	7:45 – 8:45
	Breakfast

	8:45 – 10:15
	NMR studies of protein dynamics I
Discussion Leader: Arthur PALMER

	8:45 – 9:30
	Paul SCHANDA (Institut de Biologie Structurale)
PROTEIN DYNAMICS AS SEEN BY SOLID-STATE NMR: FROM CRYSTALS TO LARGE ENZYMATIC ASSEMBLIES


	9:30 – 10:15
	Frans MULDER (Aarhus University)

characterization of conformational protein disorder from NMR chemical shifts


	10:15 – 10:45
	Break

	10:45 – 11:30
	Remco SPRANGERS (Max Planck Institute for Developmental Biology)

The molecular mechanism that drives rna degradation by the exosome complex


	11:30 – 11:50
	Bruno KIEFFER (IGBMC Strasbourg)

MOLECULAR BASIS OF GENE EXPRESSION REGULATION BY RETINOIC ACID NUCLEAR RECEPTOR PHOSPHORYLATION


	11:50 – 12:10
	Yann FICHOU (Ruhr-University Bochum/ UC Santa Barbara)

Overhauser dynamic nuclear polarization to spacially resolved water dynamics around protein surfaces


	12:30 – 14:00
	Lunch

	14:30 – 17:15
	Protein dynamics from x-ray scattering I
Discussion Leader: Jasper VAN THOR

	14:30 – 15:15
	Jacques-Philippe COLLETIER (Institut de Biologie Structurale)
A potent binary mosquito larvicide revealed by de novo phasing with an X-ray free-electron laser


	15:15 – 16:00
	Henry VAN DEN BEDEM (Stanford University)
collective motions from sparse, Spatiotemporally Averaged Data


	16:00 – 16:30
	Break

	16:30 – 17:15
	Gergely KATONA (University of Gothenburg)
non-thermal STRUCTURAL changes caused by Terahertz radiation: Improved TREATMENT OF pairwise recorded intensities by A Multivariate Bayesian Model


	17:15 – 19:15
	Poster session

	19:30 – 21:00
	Dinner


Wednesday, April 6, 2016
	7:45 – 8:45
	Breakfast

	8:45 – 17:15
	Free Time

	17:45 – 19:15
	Protein dynamics from imaging
Discussion Leader: Jacques-Philippe COLLETIER

	17:45 – 18:30
	Xiao-chen BAI (MRC Laboratory of Molecular Biology)

Sampling the conformational space of the catalytic subunit of human γ-secretase


	18:30 – 19:15
	Takayuki UCHIHASHI (Kanazawa University)

Direct Observation of single molEcUle dynamics at work with high-speed atomic force microscopy


	19:30 – 21:00
	Dinner


Thursday, April 7, 2016
	7:45 – 8:45
	Breakfast

	8:45 – 10:15
	NMR studies of protein dynamics II
Discussion Leader: Frans MULDER

	8:45 – 9:30
	Martin BLACKLEDGE (Institut de Biologie Structurale)
NMR STUDIES OF PROTEIN DYNAMICS – from fundamental biophysics TO BIOLOGICAL function


	9:30 – 10:15
	Józef LEWANDOWSKI (University of Warwick)

Hierarchy of protein motions from solid-state NMR Measurements


	10:15 – 10:45
	Break

	10:45 – 11:30
	Arthur PALMER (Columbia University)

Protein dynamics from NMR spectroscopy and molecular dynamics simulations


	11:30 – 12:15
	Joshua WAND (University of Pennsylvania)

ENTROPY IN MOLECULAR RECOGNITION OF PROTEINS


	12:30 – 14:00
	Lunch

	14:30 – 16:00
	Molecular dynamics simulations of protein dynamics
Discussion Leader: Vincent HILSER

	14:30 – 15:15
	Michele PARRINELLO (ETH Zurich)
VARIATIONALLY-ENHANCED SAMPLING


	15:15 – 16:00
	Kresten LINDORFF-LARSEN (University of Copenhagen)
SPEEDING UP SLOW MOTIONS TO SEE THEM IN THE COMPUTER


	16:00 – 16:30
	Break

	16:30 – 18:45
	Protein dynamics from x-ray scattering II
Discussion Leader: Henry VAN DEN BEDEM

	16:30 – 17:15
	Marco CAMMARATA (University of Rennes)

(ULTRA)FAST X-ray toolBOX to study proteins in natural environment (including in vivo!)


	17:15 – 18:00
	Jasper van THOR (Imperial College London)

populations and coherence in crystalline Photoactive yellow protein


	18:00 – 18:45
	Martin WEIK (Institut de Biologie Structurale)

TIME-RESOLVED SERIAL FEMTOSECOND CRYSTALLOGRAPHY ON PHOTOSWITCHABLE FLUORESCENT PROTEINS



	19:30 – 21:00
	Dinner


Friday, April 8, 2016
	7:45 – 8:45
	Breakfast

	8:45 – 10:15
	FRET studies of protein dynamics 
Discussion Leader: Bruno KIEFFER

	8:45 – 9:30
	Dagmar Klostermeier (University of Muenster)

A toolbox to study the dynamics of DNA gyrase during ATP-dependent negative supercoiling of DNA



	9:30 – 10:15
	Kunihiko ISHII (RIKEN Center for Advanced Photonics)

Microsecond PROTEIN DYNAMICS STUDIED BY SINGLE-MOLECULE FRET techniques


	10:15 – 10:45
	Break

	10:45 – 12:15
	Protein dynamics studied by neutron scattering
Discussion Leader: Martin WEIK

	10:45 – 11:30
	Giorgio SCHIRO (Institut de Biologie Structurale)

EXPLORING PROTEIN STRUCTURAL DYNAMICS BY NEUTRON SCATTERING


	11:30 – 12:15
	Paul FENIMORE (Los Alamos National Laboratory)

INCOHERENT QUASI-ELASTIC NEUTRON SCATTERING FROM PROTEINS


	12:15 – 12:30
	Closing remarks



	12:30 – 14:00
	Lunch and Departure


